Figure legends
Figure legends
). The PCR products were separated on 1.5% agarose gels. NS (non stimulated); P (positive control: RNA was isolated from HUH-7 cells for SAF-1, SAA, cytokine receptors except IL-1R2, where RNA from THP-1 cells was used); N1 (negative control, RNA template: negative controls were done for all samples); N2 (negative control, water template). To ensure that equal amount of cDNA was used as a template RT-PCR for GAPDH was made as a control. One representative experiment out of three is shown.
Figure III

Time-dependent expression of SAA in osteosarcoma cells: (A) MG-63 and (B) SAOS-2 cells,
non-treated or stimulated with 10 ng/ml IL-1β for 24 h, were cultured on Lab-Tek chamber slides as described in Materials and Methods. Labelling was performed using sequence-specific polyclonal anti-human SAA1/2 (position 89-104) or SAA4 peptide (position 94-112) antisera as primary antibodies, followed by 30 min incubation with cyanine-3-labeled goat anti-rabbit IgG.
One representative experiment out of three is shown. The x/y dimension of the scanned field is 120 µm.
Figure IV
RT-PCR of SR-BI/II and FPRL-1/ALX in human osteosarcoma cells: SAOS-2 were stimulated
with different cytokines (10 ng/ml) for 24 h. Human SR-BI/II, and FPRL-1/ALX transcripts were amplified using specific oligonucleotide primers (Table I ). The PCR products were separated on 1% agarose gels. NS (non stimulated); P (positive control: RNA was isolated from THP-1 cells for SR-BI/II; for FPRL-1/ALX, HUH-7 genomic DNA was used); N1 (negative control, RNA template: negative controls were done for all samples); N2 (negative control, water template). To ensure that equal amount of cDNA was used as a template RT-PCR for GAPDH was made as a 
RT-PCR of FPRL-1/ALX in human osteosarcoma cells in the presence of dexamethasone : MG-
63 and SAOS-2 were were seeded in 6-well plates and, upon reaching 80% confluency, stimulated for 24 h by adding dexamethasone (Dex, 1 or 2 µM) in the absence or presence of 10 ng/ml IL-1β or IL-6. Human FPRL-1/ALX transcripts were amplified using specific oligonucleotide primers ( Table I ). The PCR products were separated on 1% agarose gels. NS (non stimulated); P (positive control, HUH-7 genomic DNA); N1 (negative control, RNA template: negative controls were done for all samples); N2 (negative control, water template). To ensure that equal amount of cDNA was used as a template RT-PCR for GAPDH was made as a control. One representative experiment out of three is shown.
Table I
Primers, expected amplicon size (bp), and unique PCR properties (cycle number and annealing temperature) Gene Accession Nr. 
Primers
